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The genud.ithops (Aizoaceae, Ruschioidae) includes about 40 spedesrring in the western,

southern and central regions of southern Africal. #decies have a compact growth form
consisting of two opposite succulent leaves andwak-known as ‘living stones’. The identi-

fication is usually difficult because the taxa amerphologically very similar. The aim of this

study was to resolve the phylogenetic relationshipihin the genus using DNA sequence
markers.

The internal transcribed spacer (ITS) region oflearcribosomal DNA belongs to a multigene
family with hundreds of tandemly repeated copieg Mvestigated 40 samples, representing 37
species ot.ithops and in addition two samples Gbnophytumtwo of Dinteranthusand one of
Lampranthus

Phylogenetic trees from ITS rDNA sequences usingimam parsimony and Bayesian analyses
show very low resolution withihithopsdue to a low number of variable sites. The mongpbiy
the genus is not supported by the ITS-analyses. diigroup specieDinteranthus and
Conopythumare nested within the clade and thus the gérthspsis paraphyletic. To solve the
problem of low resolution we also want to analyBe taxa using AFLP (amplified fragment
length polymorphism).

The results will be discussed with respect to biggaphy and seed morphology.



